
1 

 

Supplementary Material 

accompanying the manuscript 

 

Renal F4/80+CD11c+ mononuclear phagocytes display phenotypic and functional 

characteristics of macrophages in health and Adriamycin nephropathy.  

 

Qi Cao, Yiping Wang, Xin Maggie Wang, Junyu Lu, Vincent W.S. Lee, Qianling Ye, Hanh Nguyen, Guoping 

Zheng, Ye Zhao, Stephen I. Alexander, and David C.H. Harris  

 

This PDF file includes: 

Figs. S1 to S4 

Table S1 

 

 

 

 

 

 

 



2 

 

 

Figure S1. Identification of F4/80+CD11c+ cells in other organs. 

FACS plots showing F4/80+CD11c+ cells in lymphoid tissues (spleen and lymph nodes) and 

non-lymphoid tissues (lung, liver, pancreas and intestine). After pre-gating on CD45+ leukocytes, 

the Lin-MHCII+ cells and Lin-MHCII- cells were subdivided into several subpopulations based on 

their CD11c and F4/80 expression. Results are representative of at least four independent 

experiments. 
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Figure S2. Chemokine receptor expression in kidney F4/80+CD11c+ cells. 

Histograms showing CCR5 (A) and CCR7 (B) surface expression (red lines) and isotype controls 

(gray-filled areas) on rMP subsets after 24h of culture in the medium with or without 100 ng/ml 

LPS. Results are representative of at least three experiments with 4-8 pooled kidneys each. 
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Figure S3. Co-stimulatory factor expression in kidney F4/80+CD11c+ cells. 

(A) Histograms showing co-stimulatory factor (CD40, CD80, CD86 and B7-H1) expression on rMP 

subsets of normal BABL/c mice. (B) Quantification of the percentages of co-stimulatory factor 

expression on rMP subsets of normal and AN mice. Data represent the mean ± SEM of at least three 

experiments with four mice each. *P<0.05 vs. R1, and #P<0.05 vs. normal. 
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Figure S4. Transcription factor expression of kidney F4/80+CD11c+ cells. 

(A-C) Real-time PCR analysis of mRNA expression of growth factor receptors and transcription 

factors in freshly isolated rMP subsets from BALB/c mice. Data represent the mean ± SEM of four 

experiments with 4-8 pooled kidneys each. *P<0.05 compared with R2 and R3, and #P<0.05 vs. R1. 
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Table S1.  Real-time PCR primers 

Gene primer sequence(5’-3’) Product 

iNOS (F) 

iNOS (R) 

STAT1 (F) 

STAT1 (R) 

IRF5 (F) 

IRF5 (R) 

Flt3 (F) 

Flt3 (R) 

MCSF-R (F) 

MCSF-R (R) 

Batf3 (F) 

Batf3 (R) 

IRF8 (F) 

IRF8 (R) 

PU1 (F) 

PU1 (R) 

Id2 (F) 

Id2 (R) 

caccttggagttcacccagt 

accactcgtacttgggatgc 

ctgccgagaacataccagaga 

gaagggtggacttcagacaca 

tgcctttgacggacctagag 

ttccacttgctcctgggtag 

gctgctgcttgttgttttgtc 

attcggtacgatgatggcttt 

ggagacaccaagctggaaatc 

atatgccagcgtcttggaagt 

ccaaggacgatgacaggaaag 

ctcctcgtggagcttgtcag 

caaggaaccttctgtggatgag 

accatctgggagaaagctgaa 

ggagaaagccatagcgatca 

agtatcgaggacgtgcatctg 

caggcatctgaattcccttct 

tccattcaacgtgttctcctg 

170 

 

181 

 

128 

 

132 

 

109 

 

104 

 

177 

 

171 

 

188 
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Maf-b (F) 

Maf-b (R) 

c-Maf (F) 

c-Maf (R) 

Foxp1 (F) 

Foxp1 (R) 

IRF4 (F) 

IRF4 (R) 

Runx3 (F) 

Runx3 (R) 

CEBP-a (F) 

CEBP-a (R) 

CEBP-b (F) 

CEBP-b (R) 

caacgacttcgaccttctcaa 

agatgggtcttcggttcagtc 

aagagggtgcagcagagaca 

ctccttgtaggcgtcccttt 

gctcaaggcatgattccaac 

caggtctaggctgctgtggt 

acaggagctggagggattatg 

ctgtcacctggcaaccattt 

gagggaagagtttcacgctca 

ggccttggtctggtcttctatc 

gtggacaagaacagcaacgag 

actggtcaactccagcacctt 

cctttagacccatggaagtgg 

ctccaggtaggggctgaagt 

183 

 

117 

 

105 

 

129 

 

143 

 

126 

 

152 

 

F=forward, R=reverse. 

 

 


